Evaluation of viral meningoencephalitis cases  by İlhan, H. et al.
e al of I
T
F
S
D
T
R
A
l
e
G
K
R
f
H
o
p
p
b
H
D
P
1
a
H
H
f
H
p
a
w
1
h
T
F
S
D
T
R
E
i
G
A
L
1
U
2
3
e
4
T
t86 15th ICID Abstracts / International Journ
ype: Poster Presentation
inal Abstract Number: 40.038
ession: Virology and Viral Infections (Non-HIV)
ate: Thursday, June 14, 2012
ime: 12:45-14:15
oom: Poster & Exhibition Area
ssessment of CXCL12 (SDF-1) polymorphisms and its serum
evel in posttransfusion occult HBV-infected patients in South-
astern Iran
. Hassanshahi ∗, A. Shamsizadeh, M.K. Arababadi, H.
horamdelazad, N. Yaghini, E. Rezazadeh Zarandi
Rafsanjan University of Medical Sciences, Rafsanjan, Iran, Islamic
epublic of
Background: Occult hepatitis B infection (OBI) is deﬁned as a
orm of hepatitis in which, despite absence of detectable HBsAg,
BV-DNA is present in peripheral blood of patients. The main aim
f this study was to determine an association between polymor-
hisms in +801 of CXCL12 (SDF-1) and its serum level in OBI
atients.
Methods: In this experimental study, plasma samples of 3700
lood donors were tested for HBsAg and anti-HBc by ELISA. The
BsAg(-)/anti-HBc(+) sampleswere selectedand screened forHBV-
NA by PCR. HBV-DNA positive samples assigned as OBI cases and
CR-RFLP techniqueswereperformed toexamine theCXCL12 (SDF-
) polymorphisms. The serum level of CXCL12 (SDF-1) was also
nalyzed by ELISA.
Results: Of 3700 blood samples, 352 (9.5%) were HBsAg/anti-
Bc(+) and HBV-DNA was detected in 57/352 (16.1%) of
BsAg(-)/anti-HBc(+) samples. Our results showeda signiﬁcant dif-
erence in genotypes and alleles of +801 region of CXCL12 (SDF-1).
owever, the serum level of CXCL12 (SDF-1)was decreased inOBI
atients but was not signiﬁcant. Our results also showed that the
lleles of +801 region of CXCL12 (SDF-1) were also not associated
ith serum level of the chemokine.
Conclusion:Thepolymorphisms in+801 regionofCXCL12 (SDF-
) are possibly related to OBI.
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pidemiological and genetic aspects of rotavirus gastroenteritis
n Uzbekistan
. Ibadova1,∗, E. Musabaev2, R. Juraev2, A. Khodiev1, G.
bdukhalilova3, R. Madiyarov1, T. Merkushkina1, C. Mason4,
. Bodhidatta4
Tashkent Institute of Postgraduate Medical Education, Tashkent,
zbekistan
Research Institute of Virology, Tashkent, Uzbekistan
Research Institute of Epidemiology, Microbiology and Infectious Dis-
ases, Tashkent, Uzbekistan
Armed Forces Research Institute of Medical Sciences, Bangkok,
hailand
Background: Rotavirus is the leading agent of acute gastroen-
eritis in children. To evaluate the pattern of diarrheal agents andnfectious Diseases 16S (2012) e2–e157
genotypes of Rotavirus circulating in Uzbekistan we have per-
formed two surveillance projects of acute diarrhea in children.
Methods: 2450 stool samples from different regions of Uzbek-
istanwere collected fromchildrenwithacutediarrhea. The samples
were tested for Shigella spp., Salmonella spp., pathogenic E. coli by
conventional bacteriological methods and Rotavirus by ELISA. The
genotyping was performed during second phase of surveillance by
multiplex PCR for VP4 and VP7 genes in 101 samples.
Results:TheRotaviruswasdetected in40.04samples (981outof
2450 samples). The Rotavirus was detected in higher rate in outpa-
tient facilities, than in inpatient ones. Rotavirus as a singlepathogen
was detected in 25.35% of the patients, in and detected in associ-
ation with other bacterial pathogen in 14.61% of cases. Rotavirus
infectionwere associatedwithpathogenicE. coli in 68 cases (19.0%),
Citrobacter spp. – in cases 65 (18.16%), Enterobacter spp. - in 62 cases
(17.32%), Salmonella typhimurium - 43 (12.01%), Shigella spp. - 32
(8.94%) of all associated cases. The multiplex PCR for VP4 and VP7
genes revealed the prevalence of P1 in 63.4% (63 out of 101), P4 in
16.8% (17 out of 101) and P6 in 5.9% (6 out of 101) genes. The G1
was revealed in 52.5% (53 samples), G3/4 in 2.97% (3 samples) and
G12 in 1.98% (2 samples).
Conclusion: P1 andG1 genotypes of Rotavirus prevail in Uzbek-
istan. There is a high rate of association of Rotavirus with other
bacterial diarrheagenic pathogens. The implementation of vacci-
nation against Rotavirus may beneﬁt the reduction of Rotavirus
morbidity among children in Uzbekistan.
http://dx.doi.org/10.1016/j.ijid.2012.05.201
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Evaluation of viral meningoencephalitis cases
H. I˙lhan ∗, O. Coskun, A. Karakas, B. Besirbellioglu, C.P. Eyigun
Gulhane Military Medical Academy, Ankara, Turkey
Background: To evaluate retrospectively adult cases of viral
encephalitis.
Methods: Fifteen patients described viral encephalitis hospital-
ized between the years 2006-2011 follow-up and treatment at the
infectious diseases clinic were analyzed retrospectively.
Results: Most of the patients (%60) had applied in the spring.
Fever (87%), confusion (73%), neck stiffness (73%), headache (73%),
nausea-vomiting (33%), loss of consciousness (33%), amnesia (33%),
agitation (20%), convulsion (%20), focal neurological signs (13%),
Brudzinski-sign (13%) were most frequently encountered ﬁndings.
Electroencephalography test was applied to 13 of 14 patients,
and pathological ﬁndings compatible with encephalitis have been
found. Radiological imaging methods such as CT and MRI were
performed in 9 of the 14 patients, and ﬁndings consistent with
encephalitis were reported. All of initial cerebrospinal ﬂuid (CSF)
samples were abnormal. The domination of the ﬁrst examples was
lymphocytes in 14 patients; only one patient had an increase in
neutrophilic cells have been found. CSF protein level was high in
nine patients, and low glucose level was detected in two patients.
Herpes simplexviruspolymerizedchain reaction (PCR) analyzewas
performed to fourteen patients CSF. Only two of them (14%) were
found positive. One of the patients sample selectively examined
was found to be Parvovirus B19 (+), the other patient urine sam-
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genetic as well as host responses take place. This needs further
study.
http://dx.doi.org/10.1016/j.ijid.2012.05.20415th ICID Abstracts / International Journ
le Jacobs-creutzfeld virus (JCV) PCR was found to be positively.
mpiric acyclovir therapy was given to all patients. Neuropsychi-
tric squeal developed at the one patient.
Conclusion: The cases in the forefront of change in mental sta-
us viral meningoencephalitis should be considered and empirical
reatment with acyclovir should be started.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.202
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s lymphoepithelioma like carcinoma of thymic caused by ebv
nfection?
. Januszkiewicz1,∗, A. Wzia˛tek2, J. Nowak1
Institute of Human Genetics, Poznan, Poland
Department of Pediatric Oncology, Haematology and Bone Marrow
ransplantation, Poznan, Poland
Background: Association between EBV infection and occur-
ence of certain cancer including lymphomas, carcinomaof salivary
land, lung, nasopharynx and gastric is well documented. The
ausative role of EBV in these cancer is uncertain and is the mat-
er of debate. However monoclonal proliferation of EBV-positive
umour cells in some cancers strongly suggest that EBV infection
roceededneoplastic transformation andmayplay some role in the
arly stage of carcinogenesis.
Methods: In this report we described the case of lymphoepithe-
ioma like carcinoma of thymic with the presence of EBV.
Results: 17-years old boy has been admitted to hospital due
o fever over 390C, enlargement of cervical lymph nodes on the
eft side. CT and MRI examination showed in mediastinum big
umour mass consisting of the enlarged thymus and conglom-
rate of lymph nodes. Among the additional tests the following
bnormalities were found: elevated levels of LDH and presence of
gG and IgM antibodies to EBV. Histological examination of cer-
ical lymph node revealed metastases of lymphoepithelioma like
arcinoma of thymic. Quantitative real-time with labeled probe
nd primers speciﬁc for EBV showed high copy number of EBV
n tumour cells as well as in the serum. Interestingly no EBV
as been detected in peripheral blood lymphocytes. Pretreatment
opy number of EBV was so high as 4.56x108 copies/ml in serum
nd 2.1x107 copies/1g of carcinoma cells. Subsequent quantita-
ive EBV measurement in the serum has been performed before
ach chemotherapy course. The level of EBV in the serum gradu-
lly decreased reaching 2.4x106 before second course and 3.7x103
efore the third course. Finally EBV disappeared completely from
he serum before fourth course of chemotherapy. MRI examination
fter third chemotherapy course showedonly thymus enlargement
ithout pathologic lymph nodes.
Conclusion: The presence of EBV in tumor cells and absence in
eripheral blood lymphocytes indicated that serum EBV particles
riginates from carcinoma cells. Therefore we can concluded, that
t is very likely, that EBV contributes to thymic lymphoepithelioma
ike carcinoma development. In addition we can suggest that EBV
resence in the serum can be additional cancer marker, indicating
n effectiveness of chemotherapy.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.203nfectious Diseases 16S (2012) e2–e157 e87
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Furious and paralytic rabies: glyco-/nucleo-/phosphoprotien
nucleotide sequenceheterogeneities atdifferentpartsof central
nervous system
A. Jittmittraphap ∗, S. Shuangshoti, S. Wacharapluesadee, P.
Virojanapirom, P. Katthong, T. Hemachudha
WHO Collaborating Centre for Research and Training on Viral
Zoonoses, Bangkok, Thailand
Background: Previous studies showed that furious rabies has
greater viral burden in brain with less pronounced immune
response than in the paralytic form. Interruption of axonal tracts
by inﬂammation has been found at brainstem of paralytic dogs.
Presence of quasispecies has not been found as determined by
sequencing of viral isolates from one central nervous system (CNS)
region.
Methods: The nucleo- (N), phospho- (P) and glyco-protein (G)
genes of rabies viruses (RV) from 4 different CNS regions [frontal
lobe, hippocampus, pons, spinal cord (SC)] were characterized.
Samples were obtained from 3 paralytic and 3 furious dogs while
animals were still conscious.
Results: Sequence heterogeneities were found at a greater
degree in paralytic than furious dogs when viruses isolated from
SC were compared with those from brainstem and cerebrum. The
average number of nucleotide (nt) and amino acid (aa) differences
of the G gene ranged from 13.7 nt (2.7 aa) in furious to 23 (4.7) in
paralytic between SC and pons; 15 (2.7) to 24 (5) between SC and
hippocampus; and 19.3 (5.3) to 27.7 (8) between SC and frontal
lobe. Mutations were mostly in the signal transduction region and
nAchR binding domain, but not in PDZ-BS which plays a role in
apoptosis. Viruses of furious and paralytic dogs carried pathogenic
determinants in G gene. Similarly, differences in N gene were 7 nt
(4 aa) to 12 nt(4 aa), 11 (6.3) to 8 (2), and 7 (3.7) to 9.7 (4.7). Muta-
tions in P genes were found exclusively in paralytic rabies; 5.3 nt (2
aa) between SC and pons, 10.3 (1.7) between SC and hippocampus,
and 8.3 (1.3) between SC and frontal lobe. Most occurred at dynein
light chain binding sites (DYNLL1 and DYNLL2) for virus transport.
Conclusion: It appears that as viruses ascend from SC to brain,
